








Conference venue.
Scientia building (G19).

UNSW Campus map

UNSW and surrounds

Buses for dinner cruise 
will depart from gate 9

The main conference venue is the John Niland Scientia Building (G19) at the Kensington Campus 
of the University of NSW. Maps of the campus showing the location of the Scientia Building are 
available at http://www.facilities.unsw.edu.au/getting-uni/campus-maps. The building is located 
near the centre of the campus and is within easy walking distance of public transport on Anzac 
Parade.
 
All of the conference presentations and poster sessions will be held in various rooms in the Scientia 
Building. Plenary sessions will be held in Leighton Hall, and other sessions will be held in the Tyree 
Room or the Galleries. The precise location of each session is detailed in the conference program. 
The welcome reception and all lunches will be in the main foyer of the Scientia Building. Poster 
sessions will be held in the Galleries.
 
The BEAST and GenAlEx workshops on Sunday July 14 will be held in computer labs G08 and G11 
on the ground floor of the Biological Sciences Building (D26), located in the upper campus area 
near Gate 11 Botany Street.

Nearby restaurant strips

Workshop venue. 
Biological sciences 
building (D26).



Start End Session 1 Session 2

BEAST Workshop GenAlEx Workshop 
Simon Ho Rod Peakall

Room G08, Biological Sciences building (D26) Room G11, Biological Sciences building (D26)

2:00 PM 6:00 PM

9:00 AM 3:30 PM

6:00 PM 8:00 PM

Plenary 1 - Leighton Hall - Chair: Mark Tanaka

Hugo Bellen (5-6pm)

Michael Turelli (4-5pm)

Wolbachia population biology: spread in natural Drosophila simulans populations/ possible dengue control

Major Sperm Protein in Amyotrophic Lateral Sclerosis

4:00 PM 6:00 PM

Registration desk open 

Mixer (Scientia)

Sunday July 14 2013



Start End

10:00 AM 10:30 AM

Frank Grützner Platypus dosage compensation Rosanne Taylor Canine Genetics

Claudia Rodriguez Delgado Paternal XCI - marsupials Sheila Van Holst Pellekaan Genes health and well-being

Marnie Blewitt PRC2 - Heamatopoietc stem cells Stephen Lillioja Looking for Diabetes Genes

Sarah Harten Mouse  Rlf  mutants Shaun Brennecke The Genetics of Preeclampsia

Shafagh Waters Methylation - dosage compensation Kylie Cairns The history of dogs

Hardip Patel Snake dosage compensation 

Deborah Toledo Flores Platypus NOR heteromorphism Yue Wu Drug resistance

Clare Holleley ID of sex specific sequence Ben Kaehler Genetic Distance

Dagmar Wilhelm Mouse ovary decvelopment Miles Davenport Estimating HIV recombination rates

Stefan Bagheri-Fam ATRX - PML nuclear bodies Simon Ho Relaxed-clock models

Camilla Whittington Male pregnancy in seahorses and pipefish Chris Pardy BCMI - associations in genomic data

Denis O'Meally Cold XX male skinks Andrew Francis Genetic pathways in bacteria
3:30 PM 4:00 PM

Alan Cooper Human disease and pathogen genomes Kathy Belov A tribute to Professor Des Cooper

Christoffer Nellåker *Face space* - Rare genetic disorders Jennifer Graves Sex Determination & Chromosomes

Andrew Collins Biases in antibody gene recombination Jenny Donald Des Cooper & genetics education

Marie Kidd Immunoglobulin variable region Charles Daugherty Des Cooper & New Zealand Science

Marina Carpinelli Canavan disease - Mouse model Neil Gemmell Immunocontraception

Saira Yousoof Knockdown of eye disease genes Rob Miller Immune regulation - marsupials

Diako Ebrahimi Evolution of human retroelements Janine Deakin Tammar wallaby 1080 tolerance

Hamutal Mazrier Dogs susceptible to atopic dermatitis Cathy Herbert Marsupial population management

Monday July 15 2013

Plenary 2 - Leighton Hall - Chair: Neil Youngson
Roger Reddel (8-9am)

Too little or too much:  telomere maintenance in short telomere syndromes and cancer

Anne Ferguson-Smith (9-10am)

Intergenerational epigenetic inheritance in a mouse model of undernutrition

Symposia 1b - Alan Wilton - Chair: Bill Sherwin

Histone H3.3 - germ & somatic cellsJeff Mann

Coffee

Session 1 - Leighton Hall Session 2 - Tyree Room

Symposia 1a - Epigenetics 1 - Chair: Luke Hesson

Adaptation in bacteriaDisorders of sex Jan Engelstaedter

12:30 PM 1:30 PM Lunch and posters (Galleries)

Andrew Sinclair

8:00 AM 10:00 AM

12:30 PM10:30 AM

1:30 PM 3:30 PM

4:00 PM 6:00 PM

Symposia 2a - Sex determination - Chair: Paul Waters Symposia 2b - Computational & Mathematical Genetics - Chair: Steven Hamblin

Symposia 3a - Human Genetics - Chair: Greg Peters Symposia 3b - Des Cooper - Chair: Kathy Belov
Coffee

John Sved Alan's Drosophila days

Remembering Alan Wilton



Start End

10:00 AM 10:30 AM

Nathalie Nagalingum Ferns of Australia - Diversity hotspots Paul Fisher Complexities in mitochondrial signalling

Marcel Cardillo Patterns of  *Banksia* diversification Neil Gemmell Trojan Female’s - a new biocontrol tool

Sebastian Duchene Calibration & reliability of molecular clocks William D. Warren Generation of synthetic mitochondria

Steven Cooper Phylogeography of subterranean diving beetles Nathan Lo Essential amino acid synthesis pathways

Martyna Molak Detecting historical population crashes Ryan Catchpole Bacterial Translation Initiation - fMet

Peter Weston Molecular phylogeny of the subtribe Hakeinae Chelsie Rohrscheib Bacterial symbionts alter neurological function

Lee Rollins Genetic diversity and successful introduction Markus Riegler Host switch frequency of an insect bacterium

Aaron Adamack Population structure in Australian foxes Heng Lin Yeap Monitoring *Wolbachia*-infection

Stephen Sarre Genetic structure in feral possums in New Zealand Peter Kriesner Recent rapid spread of *Wolbachia*

Mette Lillie MHC class I in the Australian cane toad Sandie Degnan Two kingdoms are better than one

Cornelia Gessner Cryptic female choice in Chinook salmon Åsa Pérez-Bercoff Virulence in Scedosporium fungi

Darrell Kemp Colour-based signalling - genetic quality Lauren Forbes Beadle Immune function - MACPF protein Torso-like
3:30 PM 4:00 PM

Bernd Gruber Landscape features - population structure

Quintin Lau MHC class II diversity of koala populations 

Luke Hesson Nucleosomes at the MLH1 promoter Katrina Morris Low MHC diversity in the Tasmanian devil Chee Kai Chan Peer assessment - third year genetics 

Treve Menheniott Inflammation and Epigenetics in Cancer Jane Younger Ice-dependent animals in a warming climate Sven Delaney Live simulations of threshold concepts

Halina Leung Novel epigenetic oncogene Rohan Mellick Responses of rainforest trees to climate change Steven Hamblin Social media

Catriona Millen Bovine transcriptomes - allele specific expression Jonathan Davis Complex traits & Genome Wide Association Studies Joanne Lind YouTube as an educational resource

7:00 PM 10:30 PM

Deregulation of the Cancer Genome Sham Nair Enhancing deep learning - molecular biology

Leo Joseph Genomics & collections-based science Jus St. John Expression patterns in differentiating ES cells

Rod Peakall Detecting sex-biased dispersal and inbreeding risk Michael Turelli Biology of wRi Wolbachia infections

Symposia 6c - Science Communication & Education - Chair: Joanne Lind

Dinner cruise

Coffee

Lunch,  posters (Galleries) and GSA Exec Metting (Room 129, Samules building #F25)

Session 3 - Galleries

Symposia 4b - Genomic conflict & cooperation - Chair: Paul Fisher
Session 1 - Leighton Hall Session 2 - Tyree Room

Symposia 4a - Phylogenetics - Chair: Peter Weston

Howard Jacobs (8-9am)

Pierre Taberlet (9-10am)

Phenotypic suppressors of mitochondrial dysfunction in Drosophila

Next generation sequencing in ecology

Plenary 3 - Leighton Hall - Chair: Sven Delaney

Symposia 6a - Epigenetics 2 - Chair: Neil Youngson Symposia 6b - Landscape and Conservation Genetics - Chair: Bill Ballard

Symposia 5a - Popluation and Ecological Genetics - Chair: Don Colgan Symposia 5b - Symbiosis - Chair: Carolina Correa

Make way to Circular Quay

10:00 AM

10:30 AM 12:30 PM

1:30 PM 3:30 PM

12:30 PM

5:30 PM 7:00 PM

8:00 AM

1:30 PM

5:30 PM4:00 PM

Tuesday July 16 2013

Coffee

Sue Clark



Start End

10:00 AM 10:30 AM

Marlien Van der Merwe Phylogeographic dynamics of rainforest flora Stephen Palmer Epigenetic regulator in williams-beuren syndrome Rosemary Manhire-Heath Downregulation of Frazzled in Drosophila

Carla Sgro Microevolution under climate change Irina Voineagu Autism Spectrum Disorders Christopher Richards Highly conserved zinc transporters

Richard Newcomb Multi-phyla metagenomics Sebastian Judd-Mole Voltage gated chloride channel proteins Frances Goudie Heterozygosity at key genes in clonal honey bees

Paul Rymer Resilience and adaptive capacity to climate change Oliver Griffith Evolution of placental functions in reptiles John La Marca Identification and characterisation of jam

Belinda Wright Genotyping assay for the Tasmanian devil Joshua Ho Developmental gene regulation Trent Perry Flies and resistance

Susan Rutherford Adaptation to climate in a species of Eucalyptus Michelle Henstridge Torso Receptor Tyrosine Kinase activation Victoria Twort The New Zealand Giant Weta Genome

Shih-Feng Tsai Herbal fungal genome - De novo assembly Julien Soubrier Bison paleogenomics Adam Cardilini Genetically identifying dispersers

Marina Telonis-Scott Transcriptome complexity in Drosophila Beata Ujvari The evolution of a contagious cancer Katherine Shaw Olfactory receptor variant in Drosophila
Sterling Sawaya Tandem repeats in human promoters David Duchene Accounting for density dependent cladogenesis Jessie McKenna Lizards uterine angiogenesis during live birth

Mike Gardner Microsatellites and genome size Elizabeth Ross Quantitative traits - metagenome Jian Cui Toll-like receptors genes in Tasmanian devil

Zhiliang Chen Black field cricket - De novo transcriptome assembly Yicheng Zhu Influence of sequence neighborhood on mutation Liz Jones Defensin peptides in Tasmanian devil

Emma Carroll Plankton to Pooh: Plankton community & whale diet Stuart Gilchrist Comparing closely related fruit flies Anna MacDonald Species from faeces
3:30 PM 4:00 PM

Pierre Taberlet Mapping biodiversity via DNA metabarcoding Sean Millard Neuron-specific alternative splicing Stephen Gregory

4:00 PM 6:00 PM

12:30 PM 1:30 PM

Coffee

Kathy Belov - Can we save the Tasmanian devil from extinction?

Camilla Whittington - Evolution of venom: gene discovery in the platypus

Jenny Donald - Awards

Close 

1:30 PM 3:30 PM

Targeting Chromosomal Instability

Plenary 5 - Leighton Hall - Chair: Alex Andrianopoulos

Symposia 7c - insect Molecular Biology - Chair: Bill Ballard

8:00 AM 10:00 AM

10:30 AM 12:30 PM

Lunch, GSA AGM (Tyree Room)

Interspecific mating between bees?Arthur Georges Draft genome of Australia's Bearded Dragon Gavin Huttley Sequence, Assemble, Annotate, Align… Emily Remnant

Symposia 8c - Environmental Genetics - Chair: Janine Deakin

Wednesday July 17 2013

Coffee

Symposia 8a - Genomics - Chair: Irina Voineagu

Session 3 - GalleriesSession 2 - Tyree RoomSession 1 - Leighton Hall 

Symposia 7a - Ecological Evolutionary Genomics - Chair: Maurizio Rossetto Symposia 7b - Developmental &  Cell Genetics - Chair: Stephen Palmer

Symposia 8b - Phylogenomics - Chair: Stuart Gilchrist

The human genome as the zip file extraordinaire

Insecticides, pest control and evolution – a systems approach

Plenary 4 - Leighton Hall - Chair: Paul Waters
Phillip Batterham (8-9pm) 

John Mattick (9-10)





































































Unique Illumina Adapters! 
New superior NEB hairpin design...

Novel Small RNA kits
New workflow gives higher yields & 
prevents adapter dimer formation!

Want simple 
NGS Library Prep 
from just $25?
  

Renowned NEB quality, now 
in fully validated NGS kits!
   

The NEBNext range covers all four 

major platforms:
  

- Illumina® or SOLiD™ kits for:

 - DNA library prep

 - mRNA (non-directional) 

 - mRNA (directional)

 - Small RNA 

 - ChIP-Seq
  

- Ion Torrent™ kits for:

 - DNA library prep

   (+/- NEB Fragmentase enz)
 

- 454™ kits for:

 - DNA library prep

 - QuickDNA library prep

 - mRNA (non-directional) 

Save 10% off our already 
competive pricing - order via your 

Genesearch eFreezer today!  :)

Email sales@genesearch.com.au 
for complete Australian pricelist 

Visit www.nebnext.com 
for product info!

   

NB. All prices exclude GST & are subject to change.

In this unique workflow, the RT primer is added and 

allowed to anneal with the RNA-ligated adaptor as well as 

the un-ligated 3' adapter.  This transforms the excess of 

free single-stranded DNA adapter in to a double-stranded 

DNA oligo that is no longer a substrate for T4 RNA ligase1 

See poster: www.genesearch.com.au/small-RNA.html      

  Try today - trial kits are available!  

NEBNext -  
Quality, Convenient, 
Economical, Validated 
Next Gen Sequencing 

End repaired 
dA-tailed DNA fragments
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Designed to prevent concatemerization, hairpin adapters 

are activated post ligation via treatment with USER 

enzyme.  NEB have seen 1.5x higher yields with these 

adapters compared to TruSeq adaptors due to improved 

adapter ligation efficiency!  Order separately in mulitiplex or 

singleplex format.  Suitable for Illumina DNA, mRNA (non-

directional) and ChIP-Seq library prep, but different adapt-

ers are included in Small RNA kit.  Barcodes are added via 

PCR primers at the PCR step rather than in the adapter, 

further reducing possible errors.    www.nebnext.com
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www.sapphirebioscience.com

In Australia: 
Sapphire Bioscience Pty. Ltd.
Ph: 1800 062 088
Ph: +61 2 9698 2022
Fax: +61 2 9698 1022
sales@sapphirebioscience.com

In New Zealand:
Sapphire Bioscience (NZ) Ltd.
Ph: 0800 532 476
Fax: 0800 532 478
nz.sales@sapphirebioscience.com







































































































































































































































































  
Visit the joint Millennium Science-Ramaciotti Centre 

Booth to !nd out more!

EVERY CELL IS UNIQUE
DEFY THE LAW OF AVERAGES

Single-cell precision - greater accuracy to measure differences in gene expression pro!les

Easy to Use - simpli!ed cell isolation and preparation with a streamlined work"ow and intuitive interface

Fast - cell input-to-data in less than a day

All in one - comprehensive, automated work"ow generates reproducible and reliable results

Flexible - expendable into whole transcriptome and variant discovery 

Single-cell genomic applications are revealing important biological differences between individual cells in 
seemingly homogeneous populations.  Top tier journals are increasingly requiring single-cell analyses in !elds 
such as stem cell biology, cancer research, developmental biology, immunology, and more.  

The Ramaciotti Centre are now service providers for the Fluidigm C1 Autoprep and BioMark Systems. 
Services offered include Gene expression, Single cell gene expression and mRNA Sequencing, SNP 
genotyping, Copy number variation and Access Array target enrichment for NGS. 

Scan the QR code to !nd 
out more about the C1 
from Fluidigm

GSA Conf FLD C1 ad July 2013.indd   1 19/06/2013   5:24:48 PM



Accurate, fast and powerful
Phusion Polymerases for better PCR
• Extremely accurate, fast and robust ampli! cation
• Instant activation hot-start technology
• Direct loading on gels

©2013 Thermo Fisher Scientific Inc. All rights reserved.  A.B.N. 52 058 390 917

For customer service, call 1300-735-292
To fax an order, use 1800-067-639
Visit us online: www.thermofisher.com.au

FOR RESEARCH USE ONLY. Not for use in diagnostic procedures. 
©2013 Life Technologies Corporation. All rights reserved. The trademarks mentioned herein are the property 
RI�/LIH�7HFKQRORJLHV�&RUSRUDWLRQ�DQG�RU�LWV�DI±�OLDWH�V��RU�WKHLU�UHVSHFWLYH�RZQHUV���CO27961 0513

EXOME
SEQUENCING

TRANSCRIPTOME
SEQUENCING

GENOME
SEQUENCING

TARGETED
SEQUENCING

SEQUENCING FOR 

ANY LAB
ANY BUDGET
ANY APPLICATION
To learn more about Ion Torrent™ sequencing, watch the video at 
lifetechnologies.com/iontorrent







































































































The plenary presentation by Professor Michael Turelli and 
the Computational & Mathematical Genetics Session are 
supported by Mathematics of Planet Earth Australia 2013 
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